Chromatin prepared from YR2 cells was immunoprecipitated with specific antibodies directed against the two isoforms of the RNAPIII RPC7 subunit or with a purified IgG as background measurement. Purified DNA was then amplified with oligonucleotide primers hybridizing to three BLV regions: the 5'-LTR, the miRNA cluster or the 3'LTR/host junction region (a) or to the class III control cellular genes (b). Results are presented as histograms indicating fold enrichment compared to IgG for which a value of 1 was assigned. Data are the means ± SEM of duplicates samples from one representative of at least three independent experiments. Figure S3 . The BLV miRNA cluster DNA is not methylated in latently-infected YR2 ovine cells. Genomic DNA from YR2 cells was extracted and treated by sodium bisulfite and the miRNA cluster was amplified by nested PCR. The amplified products were cloned in a TA cloning vector and 10 independent clones were sequenced. Open and filled circles represent non-methylated and methylated CpG dinucleotides, respectively. The position of the 5 BLV-pre-miRs within the miRNA cluster is presented in the lower part of the figure. 
